
Ensembl v60  
1:1 orthologous CDS shared by 

Homo / Monodelphis / 
Taeniopygia / Gallus 

Adding 1:1 orthologous CDS 
shared between 

Homo / Ornithorhynchus 
Homo / Xenopus 

Homo / Anolis 

7,943 CDS 

CAP3 contigs 
4,305 CDS  in all 7 taxa 

Raw 454 transcriptome reads 
PopPhyl: Caiman, Podarcis, 

Protopterus,Chelonoidis, 
Emys, Phrynops, Caretta  

SRA: Alligator, Python 

tBlastx BRH using 
Gallus CDS 

CAP3 or PCAP 
assembly 

PhyloExplorer filter 

MACSE alignment 

2,118 CDS  with ≥ 8 taxa 

367 CDS  with ≥1 turtle and ≥1 crocodile 

Manual trimming 
and cleaning of 

alignments 

331 cleaned 
alignments 

260 
 alignments 

PHYML 
filter 

Removal of datasets 
where crocodile and 
turtle sequences do 

not overlap Removal of datasets where 
amniotes are not monophyletic 

Gblocks 
codon 

248 final 
alignments 

Removal of 
datasets with less 
than 300 nt sites 

Final concatenation 
187,026 nt sites 
62,342 aa sites 


